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GmmoriAe 
GmmorlAc 



CTACGG 6TAACATCTT lEATTAGTTAT 

.GCT TTGTCTACG6 GTAACATCTT TATTAGTTAT 



GmmoriAe C6TAAAATAA CAGATT6TAG AAATGAA6TT TACAGGAATA TTCTTCATAA 

GmmoriAe C6TAAAATAA CAGATTGTAG AAATGAA^TT ZACAGGAATA TTCTTCATgA 

GmmoriAe TTATGGCGAT CATT6CCCTC TTTATAGGGT CAAATGAAGC GGCGCCXAAA 

GmmoriAe . TXATGGCGAT CATTGCCCTC TTTAXAGGGT CAAATGAAGC G6CGCCXAAA 

GmmoriAe GTCAATGTXA ATGCCATTAA 6AAGGGAGGA AAGGCCATAG GAAAAGGATT 

GmmoriAe 6TCAATGXTA ATGCCATTAA GAAGGGAGGA AAGGCCATAG GAAAAGGATT 

GmmoriAe TAAAGTAATC A6TGCGGCGA GTACAGCGCA TGACGTCTAT GAACACATTA 

GmmoriAe TAAAGTAATC AGTGCGGCGA GTACAGCGCA TGACGTCTAT GAACACATTA 

GmmoriAe AAAACAGAAG GCACTAATAA AACCAAAAAT AATTATTTAT TTTATAAGGT 

GmmoriAe AAAACAGAAG GCACTAATAG AACCAAAAAT AATCATTTAT TTTATAAGGT 

GmmoriAe AATTTTAAGA CAXATAATGT ATGTTGCAAA TTATTAAGTG AAATAAAATA 

GmmoriAe AATTTTAAGA CATATAATGA ATGTTGCAAA TTATTAAGTG GAATAAAATA 

GmmoriAe TAAAATATTT TTTGTT 

GmmoriAe TAAAATATTT TTTGTT 
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1 GGTAACATCTTTATTAGTTATCGTAAAATAACAGATTGTAGAAATGAAGTTTACAGGAAT 60 

MetLysPheThrGlyll 

61 ATTCTTCATAATTATGGCGATCATTGCCCTCTTTATAGGGTCAAATGAAGCGGCGCCTAA 120 
ePhePhellelleMetAlallelleAlaLBvPhelleGlySerAsnGluAlaAla^ro^ 

121 AGTCAATGTTAATGCCATTAAGAAGGGAGGAAAGGCCATAGGAAAAGGATT'^kAAGTttT 180 
sValAsnValAsnAlal leLysIiysGlyGlyLy sAlal leGlyLy sGlyPhoLyaVal 1 1 

181 CAGTGCGGCGAGTACAGCGCATGACGTCTATGAACACATTAAAAACAGAAGGCACTAATA 24 0 
eSegAlaJU.aSerTlirAlaHiaAgpValTyrGl\iHxs Iltf:yaAanArgAgqHxs* * * 

241 AAACCAAAAATAATTATTTATTTTATAAGGTAATTTTAAGACATATAATGTATGTTGCAA 300 



301 ATTATTAAGTGAAATAAAATATAAAATATTTTTTGTT 



Figure 3 



1 GTTATTTTTTAAAGATCAAAGCGTAATTAATTCATTGTGCTGTGTCTGAAAGGAACAAAA 60 

M 

6 1 TGAGATTGTCCATAATATTGGTCGTTGTGATGATGGTGATGGCTATGTTTGTGAGCAGTG 120 
etArgLeuSerllelleLeuValValValMetMetValMetAlaMetPheValSerSerG 

121 GAGATGCGGCGCCTGGAAAAATTCCTGTGAAAGCGATTAAAAAAGGAGGGCAAATTATTG 180 
lyAspAiaAlaProGlvLvsIleProValLvsAlalleLysLys Gl^lyGlnllelloG 

181 GTAAAGCTCTGCGTGGAATCAATATAGCGAGTACTGCACATGACATAATTAGCCAGTTCA 2 40 
IvLvsAlaLettArqGlylleAanlleAXagerOa^gAlaHxaAspIlelleSerGlnFhel. 

241 AACCGAAAAAGAAGAAAAACCATTGAGTATTTAATAAAAAATCGTTCAATAATATATTTA 3 00 
y 3 ProLy aL y sLyaLy aAflnHis * * ♦ 

301 ATAATAAT/y^TAAATTTTACTTATATTACTATAATATAATTAATATTTTTAATTGTGCCA 3 60 

361 TTTTAGTTTTATAAATTATATTAAGTATTAATTTTATAATTAATAAAAAAGCTTAAATAT 
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1 GTAACAGTACCACCGTGTACAGTCGCAGTAGTTAGTCTTCAATCTTAGTGAAAACTTCGC 

61 TTCTCTTTATCAACCATGAAGCTGACCGGTCTATTTTTCATGATCATGGCGATGCTCGCC 

Me t LysLe u Th rGl yLe uPhePh eMe til eMe tAl aMe t Leu Ala 

Val 

121 CTGTTTGTTGGCGCTGGTCAAGCCGACCCTAAGGTGCCCATTGGCGCCATCAAGAAGGGT 
LeuPheVal GlyAl a Gl yGlnA 1 y spPr ^^ysValPro IleGlyAlal leliysLy aGly 

181 GGCAAAATTATTAAAAAAGGTCTTGGTGTAATTGGTGCCGCTGGTACAGCGCATGAAGTA 
GlyliyallelltfiysIiysGlyliauGiyyallleGlyAlaAlaGlyThrAlaHxaGlttVal 

241 TATAGCCACGTCAAGAACAGGCATTAGATTCTTGAAGAATATATAGTATATAATTATGAA 
TyrSejr HxsValLyaAanArqHxa * * * 

301 GTACTATCCTTTTGTATATGTGACTAAGTGCATAATGTAAAGTC AAATGAAATATAT ATT 

361 ATTTATCCTCGTGCC 



Figure 5 



1 ACTTCATTGTGTACAGTTGCAGGACTTAATACTTAGTGAACTACTTACTCCTCGTTACCA 

61 ACCATGAAGCTGACCGGTCTATTTCTCATGATCATGGCGGTGCTCGCGCTGTTTGTTGGC 
MetLysLeuThrGlyLeuPheLeuMetJleMetAlaValLeuAlaLeuPheValCly 

121 GCTGGTCAAGCCGACCCTAAGGTGCCCATTGGCGCTATCAAGAAGGGCGGCAAAATTATT 
AIaGiyGI/iAJyspPj^^yaValPrQllaGlyAlaIXeLyBl«yaGlyGXyI*yaIleIXe 

181 AAAAAGGGTCTAGGTGTGCTTGGCGCCGCGGGCACAGCGCACGAAGTGTACAACCACGTT 
I.y8l.y8GXyI.euGXyVaXZ^uGXyAXaiaaGXyThrAXaH±8GXuVaXTyrA8iiHl8VsLX 

241 AGGAACAGGCAGTAACGTCATGCGTGATTGTTGTACATACAGTACTTACAATACGATTTG 
AargAsnArgGXn* ♦ ♦ 

301 TCTTGGCTGTGATATATCTTTAGATAAATTAATTTATAATACCACATACTTATTAGTAAA 
361 ATACTCAAATATATTGATTATAGATACATTAATAAATATTAATTATT ACAATATTTTGTT 

421 TTTATGTACAATGCGAATAGATTCTACCCTCTGCCTCGTGCC 
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GmmoriCl GTAACAGTACCACCGTGTACAGTCGCAGTAGTTAGTCTTCAATCTTAGTGAAAACTTCGC 60 

GnunoriC2 ACTTCATTGTGTACAGTTGCAGGACTTAATA CTTAGTGAACTACTTAC 4 8 

GmmoriCl TTCTCTTTATCAACCATGAAGCTGACCGGTCTATTTTTCATGATCATGGCGATGCTCGCC 120 

Gmmor iC2 TCCTCGTTACCAACCATGAAGCTGACCGGTCTATTTCTCATGATCATGGCGGTGCTCGCG 108 

GmmoriCl CTGTTTGTTGGCGCTGGTCAAGCCGACCCTAAGGTGCCCATTGGCGCCATCAAGAAGGGT 180 

Gmmor iC2 CTGTTTGTTGGCGCTGGTCAAGCCGACCCTAAGGTGCCCATTGGCGCTATCAAGAAGGGC 1 68 

GmmoriCl GGCAAAATTATTAAAAAAGGTCTTGGTGTAATTGGTGCCGCTGGTACAGCGCATGAAGTA 2 40 

Gmmor iC2 GGCAAAATTATTAAAAAGGGTCTAGGTGTgCTTGGCGCCGCGGGCACAGCGCACGT^GTG 228 

GmmoriCl TATAGCCACGTCAAGAACAGGCATTAGATTCTTGAAGAATATATAGTATATA . ATTA . .T 297 

Gmmor iC2 TACAACCACGTTAGGAACAGGCAGTAACGTCATGCGTGAT . TGTTGTACATACAGTACTT 287 

Gmmor iC 1 GAAGTACTATCC . TTTTGTATATGTGAC . TAAGTGCATAATGTAAAGTCAAATGAAATAT 355 

Gmmor iC2 ACAATACGATTTGTCTTGGCTGTGATATATCTTTAGATAAATTAATTTATAATACCACAT 347 



GmmoriCl A. .TATTATTTA. -TCCTCGTGCC 375 
Gmmor iC2 ACTTATTAGTAAAATACTCAAATA 



462 



Figure? 



Gmmor i C 1 MKLTGLFFMIMAMLALFVGAGQADPKVP I GAI KKGGKI IKKGLGVI GAAG 

GmmoriC2 MKLTGLFLMIMAVLALFVGAGQADPKVPIGAIKKGGKIIKKGLGVLGAAG 

GmmoriCl TAHEVYSHVKNRH 

GmmoriC2 TAHEVYNHVRNRQ 
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Bmmor MNILKFFFVFIVAMSLVSCS-TAAPAKIPIKAIKTVGKAVGKGLRAINIASTANDVFNFLKPKKRKH- 

Hpmor AMSLVSCS-TAAPAKIPIKAIKTVGKAVGKGLRAINIASTANDVFNFLKPKKRKH- 

Hwir GKIPIGAIKKAGKAIGKGLRAVNIASTAHDVYTFFKPKKR-H- 

Slmor MKLTKVFVILIVWALLVPS-EAAPGKIPVKAIKKAGAAIGKGLRAINIASTAHDVYSFFKPKHKKKH 

Semor MKLTKVFVIVIVWALLVPS-EAAPGKIPVKAIKKAGTAIGKGI.RAINIASTAHDVYSFFKPKHKKKH 

Msmor MKLTSLFIFVIVALSLLFSSTDAAPGKIPVKAIKQAGKVIGKGLRAINIAGTTHDWSFFRPKKKKH- 

CiPl 64 7 RKIPVEAIKKG ASRAWRALDLASTAYDIASIFN — RKRE- 

CiPl648 GKI PVEALKKGAKVAGRAWRALDLAS TAY DI AHLFD — RKRN - 

CiPl 64 6 GKIPINAIRKGAKAVGHGLRALNIASTAHDIASAFH — RKRKH 

GininoriB MRLSIILVWMMVMAMFVSSGDAAPGKIPVKAIKKGGQIIGBCALRGINIASTAHDIISQFKPKKKKNH 

GmmoriCl MKLTGLFFMIMAMLALFVGAGQADP-KVPIGAIKKGGKIIKKGLGVIGAAGTAHEVYSHVKNRH 

GnunoriC2 MKLTGLFLMIMAVLALFVGAGQADP-KVPIGAIKKGGKIIKKGLGVLGAAGTAHEVYNHVRNRQ 

BmmorX MYFLKYFIWLVALSLMICSGQADP-KIPVKSLKKGGKVIAKGFKVLTAAGTAHEVYSHVRNRGNQG- 

GmmoriA MKFTGIFFIIMAIIALFIGSNEAAP-KVNVNAIKKGGKAIGKGFKVISAASTAHDVYEHIKNRRH 



Figure 9 



